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Results: During the study period in Puducherry U.T. a total of
1,14,720 TB suspects were screened for sputum AFB of which 67,
174 (58.5%) was in the 9 Medical colleges this ranged from 45.5% to
64.5%. Among those screened, 8,183 (12.2%) were sputum positive
TB cases, 3,487 (5.2%) sputum negative TB cases and 2,079 (3.1%)
were extra-pulmonary. Thus a total of 13, 749 TB diagnosed cases,
398 (2.9%) were initiated on treatment at the Medical College and
most referred for treatment as per RNTCP guidelines. It was noted
that 11% of sputum positive TB patients had pre-treatment loss to
follow.
Conclusion:Medical colleges in Pondicherry have an important
role under RNTCP in TB case ﬁnding, initiation of treatment and
referral of TB patients. Strengthening of the referral mechanism
is required to prevent the pre-treatment loss to follow up of TB
patients.
http://dx.doi.org/10.1016/j.ijid.2016.02.537
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Evaluation of chikungunya virus infection and
screening of antibodies
S. Raghavenhdar1,∗, S.K. Kabra2, P. Ray3
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2 AIIMS, New Delhi, India
3 Jamia Hamdard, New Delhi, India
Background: Chikungunyavirus infection isnowaglobalhealth
problem, transmitted by aedesmosquitoes. Nearly all patientswith
CHIKV infection suffer with arthralgia that is usually symmetri-
cal. Fingers, wrists, ankles, elbows, toes, and knees are most often
affected. The acute signs and symptoms of CHIKV infection usually
resolvewithin 1–2weeks, but the arthralgia can persist formonths
or years. The study donewas aimed to evaluate chikungunya infec-
tion in 3 different regions of India, during 2009-2010.
Methods & Materials: IgM-ELISA and RT-PCR were used CHIKV
detection. Viral load was determined from CHIKV conﬁrmed cases
by Real-time PCR. The levels of cytokines (IFN-Y, IL-2) were deter-
mined by BD Elisa kit in paired samples. Phylogenitic analysis
of the 17 partial E1 gene sequences was done using Mega soft-
ware. Selected samples were stored in -80 ◦C for further screening,
isolation and characterization of chikungunya antibody secreting
B-cells. Neutralizing ability will be tested.
Results: Out of 723 tested 249/723 (34.44) were found CHIKV
positive. 183/723 (25.3%)by IgM Elisa and 69/412 (16.75%) RT-PCR.
Rashes, joint pains and joint swellings were frequently detected
in conﬁrmed cases. The qRT-PCR results of 55 conﬁrmed positives
showed viral load in the range of 1.66X105 to 9.94 X109copies/mL.
Phylogenetic analysis showed that study strains belong to Cen-
tral/East African genotype (ECSA). 35paired sampleswere analysed
for cytokines (IFN-Y, IL-2). Three trends (increasing, decreasing, no
trend) were observed for the levels of IFN-Y, IL-2 among acute and
convalescent samples. Screening forChikungunya speciﬁc antibody
secreting B-cells is under progress.
Conclusion: This study gave us an idea of the proportion of
chikungunya infection among suspectedpeople indifferent regions
of India. Comparison of Mean log viral load and cytokine levels
with clinical features of CHIKV positive patients showed differ-
enceswithpresence/absenceof certain clinical features. Circulating
strains belong to Indian Ocean lineage of ECSA strains. Prospec-
tive screening of antibody secreting B-cells and isolation of CHIKV
speciﬁc antibodieswill help us in developing interventions for pas-
sive immunotherapy. Once the antibodies are ready we plan to test
“Shot at site” hypothesis for quick pain relief by giving antibody
shots at the site of joint pain.
http://dx.doi.org/10.1016/j.ijid.2016.02.538
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Clinical, social, and meteorological factors
associated with dengue and malaria diagnosis
in adults in Pune, India
D. Kadam1, P.A. Raichur1,∗, A. Chandanwale1, S.
Joshi1, M. Robinson2, I. Marbaniang1, A. Kagal3,
R.S. Bharadwaj3, V. Mave1
1 B.J. Govt. Medical College, Pune, India
2 Johns Hopkins, Baltimore, Maryland, USA
3 B. J. Govt. Medical College, Pune, India
Background: Acute febrile illness is one of the most common
reasons for hospital admission in India. We sought to assess factors
associated with distinct and similar presentation of malaria and
dengue that create a diagnostic challenge for clinicians when rapid
diagnostics are not available.
Methods & Materials: Patients >12 years of age admitted to
adult medicine wards at BJ Medical College - Sassoon General
Hospital, in Pune, India with >1 day of fever were enrolled into
a prospective cohort between July 2013 and September 2015.
Enrollees underwent malaria rapid test (SD bioline) or smear and
dengue early ELISA (PanBio), blood cultures and rapid tests for
chikungunya and inﬂuenza. We assessed demographic, clinical,
social, andmeteorological data forunivariate associationwithdiag-
noses of dengue and malaria separately. Factors that demonstrated
univariate association were used to construct multivariate models
to assess for independent association.
Results: Of 786 adults and adolescents enrolled, 681 underwent
dengue and malaria testing. Dengue was positive in 83 (12.2%),
malaria in 61 (9.0%), both malaria and dengue in 2 (0.3%) patients.
In a multivariate model shown in the ﬁgure, elevated humidity
14 days prior to hospital presentation was associated with both
dengue (odds ratio (OR) 2.3, 95% conﬁdence interval (CI) 1.7-
3.3) and malaria (OR 1.4 (95% CI 1.03-1.94)). Farmers or laborers
were more likely to have malaria (OR 2.9 (95% CI 1.5-5.6)) and
patients with a child under age 5 at home were less likely to have
malaria (OR 0.42 (95% CI 0.2-0.9)). Patients with low income had
lower odds of dengue diagnosis OR 0.25 (0.1-0.6) and patients
admitted after a higher environmental temperature 2 weeks prior
to admission were more likely to be diagnosed with dengue
(OR 1.7 (1.2-2.5)). Leukopenia,thrombocytopenia,and elevated
hemoglobin were associated with dengue(Fig 1). Thrombocytope-
nia and low phosphorous were associated with malaria(Fig 2).
Conclusion: Preceding hot and wet weather is associated with
dengue and malaria diagnosis among patients admitted with acute
febrile illness in Pune,India. Although the ﬁnding of thrombo-
cytopenia is present in both patients with dengue and malaria,
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elevated hemoglobin and leukopenia were associated with dengue
and low phosphorous was associated with malaria.
http://dx.doi.org/10.1016/j.ijid.2016.02.539
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Decadal study of incidence and control of
Malaria in Tribal Population – with special
reference to Khammam district of Telangana
State
A. Rambabu
Nvbdcp/Medical and Health, Khammam, Andhra
Pradesh, India
Background: It is stated that 80 percent of the malaria cases
in India are conﬁned to 20 percent population of which tribals liv-
ing in hilly, forest and mountain slopes are signiﬁcant. Low level of
literacy, ignorance and poor health seeking behavior of the tribals
are the major reasons for the prevalence of malaria in the agency
areas inhabited by the tribals. Health facilities are limited tomost of
the tribals in view of the logistic problems and inaccessibility. Geo-
graphical isolation, remoteness, persistence of vector – conducive
environment, poverty, low level of awareness, traditions andsuper-
stitious,malnutrition. This research study takes place in Khammam
district of the Telangana Statewhere S.T. Population is 27.4 percent,
the highest among the districts of South India. The tribal districts of
the State are on the edges of the river Godavari. Khammam district
is located close to chattisgarh and odisha where the incidence of
malaria is relatively high.
Methods&Materials: The district administration has taken dif-
ferent innovativemeasuresbyorganizinghealth–campswhere the
needed tests are conducted. Fever survey, awareness programmes
at the village level, free transportation of the malaria positive
persons for treatment, distribution of medicines freely, specialist
doctors to treat the Patients and free supply of food to the patient’s
families besides initiating preventive measures like spraying ACM
5%. (Irs spray), Supply of mosquito nets (LLIN) and mosquito coils.
RTD KITS, Micro Slides, Microscope, JSB 1, JSB 2, Methly Alcohol,
M1, M2, M3, M4 Records, Anti larvals, ACT KITS, Cholroquine -
Primaquine.
Results: The study analyses the cases of malaria in the district
between 2001-2015 (up to September), extending over a period of
15 years. There are ups and downs in the number of cases though
the maximum is 4811 in 2010 and the minimum is 803 in 2003.
More over, infected migrants to the district from the border states
are high during November – February
Conclusion: Community as a whole has been motivated to
tackle the challenge of malaria. All the measures of the district
authorities are depicted in this paper along with suggestions.
http://dx.doi.org/10.1016/j.ijid.2016.02.540
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Genotypic, phenotypic and functional proﬁles
of NDM harboring Carbapenem resistant
Escherichia coli from India
A. Ranjan ∗, N. Ahmed
University of Hyderabad, Hyderabad, Hyderabad,
India
Background: The emergence of Carbapenemresistant E. colihas
been established as a major public health threat and represents a
new challenge in the treatment of infectious diseases. India has
been implicated in the transmission of NDM1 E. coli across the con-
tinent. It is thereforepertinent to investigate the currentprevalence
and characterize Carbapenem resistant superbugs in India.
Methods & Materials: A total of ∼510 isolates were screened
for Carbapenemase production followed by PCR ampliﬁcation and
sequencing of NDM genes. Antibiotic sensitivity towards 20 differ-
ent antibiotics was performed using disk diffusion technique. MIC
was determined based on HI-comb MIC test. Conjugal transfer was
performed either by broth mating or ﬁlter paper based method.
Adhesion, invasion, bioﬁlm formation and serum resistance assays
wereperformed toassess in vitrovirulenceproperties. Isolateswere
genotyped by ERIC-PCR ﬁngerprinting.
Results: Thirty nine (8%) out of the 510 E. coli were found to
be Carbapenem resistant, of these 94% of the strains were posi-
tive for NDM gene. They comprised mainly (75%) of NDM-1 allele
while other NDM types like NDM-5, NDM-7 and NDM-4 were also
detected in rest of the isolates at varied proportions. NDM pos-
itive E. coli demonstrated higher resistance rates to both  and
non--lactamantibiotics in comparison to the non-ESBL producing
E. coli. In vitro conjugation suggests NDM transmission via plas-
mids. Particularly, FIA and FIB types of plasmids were identiﬁed in
NDM positive E. coli. The NDM strains did not exhibit close genetic
relatedness nor did they possess any speciﬁc virulence proﬁles.
However, virulence assays underlined moderate pathogenicity of
these isolates that could enable them to cause infections and pro-
tect themselves of different environmental stresses and insults.
Conclusion: Our study demonstrated that NDM-1was themost
prevalent metallo-beta-lactamase among Carbapenem resistant E.
coli isolates in India, and demonstrated that there are no endemic
NDM E. coli clones currently represented in our collection. Nev-
ertheless horizontal gene transfer (via plasmids) was identiﬁed to
be the potential mechanism for the spread of NDM genes. There-
fore, early detection and surveillance of NDM-1 producing E. coli is
urgently needed to prevent epidemic spread.
http://dx.doi.org/10.1016/j.ijid.2016.02.541
